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Aminokyseliny
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AMINO ACID

Asparticacid Asp
Glutamicacid Glu
Arginine Arg
Lysine Lys
Histidine His
Asparagine Asn
Glutamine GIn
Serine Ser
Threonine Thr
Tyrosine Tyr
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SIDE CHAIN

negative
negative
positive
positive
positive
uncharged polar
uncharged polar
uncharged polar
uncharged polar
uncharged polar

AMINO ACID

Alanine Ala
Glycine Gly
Valine Val

Leucine Leu
Isoleucine lle

Proline Pro
Phenylalanine Phe
Methionine Met
Tryptophan
Cysteine Cys
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SIDE CHAIN

nonpolar
nonpolar
nonpolar
nonpolar
nonpolar
nonpolar
nonpolar
nonpolar
nonpolar
nonpolar
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Konformace molekul

12ESY 20t 6A0eCHE OK8YAO] €O
Y2K2dz | G2Yé I-N‘EYIQWQG G 1 LJN
dza LJ2 njt Rt YN Y2f Sidz %

cuSYU?2 IYSy’r Y &S PNt

amino acid

peptide bonds



Primary structure
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Tertiary structure

\ ) three-dimensional structure

Quaternary structure
complex of protein molecules
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polar nonpolar
side chains side chains

hydrophobic polar side chains
core region on the outside

contains of the molecule
nonpolar can form hydrogen
side chains bonds to water

unfolded polypeptide folded conformation in aqueous environment
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